STIC BiotccfinolnffY ^Y ^tems Branch 

RAW SEOTTT TNCE Lf STTNn 
ERROR RRPOPT 



fom: ^ °" '^^^ processing the foUowing computer readable 

Application Serial Number: Q^/CjO^i Qln f 

Source: ' tCi tlU 

Date Processed by STIC: Lftilol — 

S?Ari^™ PRINTOUT EXPLAINS DETECTED ERRORS. 

INFORMATION TO IHE APPLICANT BY EITHER. 

STi55.^w^SrN?>rE?S^^^ 

;S^?S^«:J5'^^^^'^°'^«>''^<>™sprintout.wi™a 

ESloE ™f J!"^^*^'^ ^ PATENTIN SOFTWARE QUESTIONS. PLEASE CONTArx 
MARK SPENCER, TELEPHONE: 57|-27^2510; FAX: STlSJ-W?! ^^^'^^^^''^ 

IZ'EPy^ ERJIORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
.>^,^1QN 4.4.0 PROGRAM ACCESSIBLE THROUGH THEUS^ TO^^ 
TRADEMARK OFnCEWEBSrre. SEE BELOW FOR ADDRESS: 
http://www.uspto.govAveb/oflBces/pac/checker/chkmote.btm 



Please consider usuig aheniate methods of submission for die disk/CD-Rom or replaceSScD-Rom 

1. EFS.Bio(<fattp;//wrww.usnfo.POv/ebc/efe/downln>H s/docun.enfa h»n.> , EES Submission 
User Mannal - ePAVE) . . ~ — tjuumissioa 

\ Sf;J*?*'^i!i*' for Patents. P.O. Box 1450. Alexandria, VA 2231M450 

?J tSLTT; Jt 7 "11*^ f""*' "''i^'^ (EFTECTIVE 01/14/05)- 

Alexis. VA SHr^ ^"^"^ ^-y^l^^i. 401 S.Cs.ree.. 



Revised 01/10/06 




Raw Sequence Listing Error Summary 



ERRQRp^.fjy;n 5UGCBm.nm,Dr^»^ SERIAL NUMBER: _ 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH -ALPHA" HEADERS. WHICH «4e INSeIiXD BY PTO SOF^ARE 

2 Invalid Line Length The niies require that a line not exeeed 72 chanusen in lengO.. TTis includes white spaces. 
■ — tSSSr^" ^i^^itS.l^*'"^"-'-''""-" Oo„o.«eU.code,.e.een„.^; 

"presenting more than one residue. Per Sequence Rules, 

^15JL h, ■ t?*^. " P"^» «'«™u«n number of «ch 

residue havu,g vanable length and indicate in the <220.<223> section that some may mte.^ 

l"Ss)""*^ K *220-<223> section to be missing fit,m amino acid 

n..ri,.. . • ■.^"""'"y- '^"5"^" automatically generate this section fh>m the 

This sequence is intentionally skipped wsnown; 
Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 



5 Variable Length 



_Patcnlln 2.0 
"bug" 



.Skipped Sequences Sequence(5} 

(NEW RULES) <2 lO sequcS^Sld^um'bcr 
<40O sequence id number 
000 



mi^^ If fntentional, please insert the foIJowing lines for each skipped sequence. 



10 



11 



"n^W R^r?r ' P ' ?f *^ ^ ^« Sequence Listing. 

(NEW RULES) Per ! .8^ o^S^ucnce Rules, use of <220>.<223> is MANDATORY if n's or Xaa^s are present 

In <220> to.<223> section, please explain location of n or Xaa. and which residue n or >uTrepresents 



12 



13 



_In valid <2I3> 
Response 



.Use of <220> 



_PatenUn 2.0 
"bug" 



Per 1.823 of Sequence Rules, the only valid <2I3> respoliscs arer Unknown. Artificial Seoucnr^ or 

?rs^s?;£str«2,rsr.r'^'^ ^^^^^^^^ » 

PiMse do not use "Copy to Disk" fimetion of Paientin version 2.0. This causes a comipted file 
nsulung m m,^,„g mandatory numeric identifiers and responses (as indi«aed on wSu«S 
listmg). Instead, please use "File Manager" or any otho^ual tieaa, to^ fite to K^^sfc 



. Misuse of nO(aa "n" can only represent a single nucleotide; "Xaa" can only represent a stogie amino acid 

AMC - SnC Systems Branch - 03/02A>6 
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IFH16 



RAW SBQTIBNCB LlfiTIKO DATE: 04/05/2007 

PATENT APPLICATION: OS/09/606. 910P TIME: 10:02:12 

Input Set : A:\050185Sequenca.txt 

Output Set: Hi\CRP4\04052007\l606910P.raw 

I ^^In* Max-Delbrueck-Centrum fuer Molekulare Medizin 

7 llll: lll^.tU^.r.o.^r ^^^^^^^ -cl-positive carcin^as 
C--> 9 <140> CORRENT APPLICATION NUMBBR: US/09/606 , 910P 
10 <141> CURRENT FILING DATE: 2000-06-29 

12 <150> PRIOR APPLICATION NUMBER: DE 197 58 400 4 

13 <151> PRIOR FILING DATE: 1997-12-30 

15 <150> PRIOR APPLICATION NUMBER: PCT/DE98/03B19 / '-\ 

16 <151> PRIOR FILING DATE: 1998-12-30 ^ /"^A 
18 <160> NUMBER OF SEQ ID NOS : 6 yjUi /Cf 

20 <170> SOFTWARE: Patentin Ver. 2.1 

Does Not Comply 

. BRRORBD sBQUKHCBs Corr©ct©d DfeScctt© Mssded 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 7- 

24 <212> TYPE: PRT 

25 <213> ORGANISM: human 

27 <220> FEATURE; 

28 <223> OTHER INFORMATION: immunodominant region of MUCl 

30 <4 00> SEQUENCE: 1 ^ » 

31 Pro Asp Thr Arg Pro Ala Pro 
B--> 32 1 ^ ^ 

34 <210> SEQ ID NO: 

35 <211> LENGTH: B I ' 

36 <212> TYPE: PRT J J J ] 

37 <213> ORGANISM: mouse, IgGl /^tr^^ ) 

39 <220> FEATURE: 

40 <223> OTHER INFORMATION: AlS-A/Cl epitope 

42 <400> SEQUENCE: 2 

43 Ala Pro Asp Thr Arg Pro Ala Pro i / 
8.-> 44 1 g MJi^rr4f^ 

47 <210> SEQ ID NO: 3 ^ 

48 <211> LENGTH: 6 

49 <212> TYPE: PRT 

50 <213> ORGANISM: mouse, IgGl 

52 <220> FEATURE: 

53 <223> OTHER INFORMATION: MF06 epitope 

55 c400> SEQUENCE: 3 

56 Asp Thr Arg Pro Ala Pro ^ . , . 

57 1 ^ /TA^^^Lkj^^ 
59 <210> SEQ ID NO: 4 ^ 



2 ..<ft*t»-w«^ 



file ://C: \CRF4\Outhold\VsrI606 910F.htm 



A/5/2001 
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RAW SBQX7KNCB LISTING DATE: 04/05/2007 

PATENT APPLICATION: lJS/09/606 , 9I0P TIME: 10:02:12 

Input Set : Ai\050ie5Sequence.txt 

Output Set: N:\CRF4\04052007\l606910P.raw 

60 <211> LENGTH; 21 

61 <212> TYPE: PRT 

62,<2i3> ORGANISM: Artificial Sequence 

64 <220> FEATURE: 

65 <223> OTHER INFORMATION: Description of Artificial Sequence: designed 
o6 synthetical glycopeptide 

68 <400> SEQUENCE: 4 

75 <210> SBQ ID NO: 5 

76 <211> LENGTH: 20 

77 <212> TYPE: PRT 

78 <213> ORGANISM: Artificial Sequence 

80 <220> FEATURE: 

81 <223> OTHER INFORMATION: Description of Artificial Sequence: designed 

82 synthetical glycopeptide 

84 <400> SEQUENCE: 5 

85 His Gly Val Thr Ser Aia .Pro Asp Thr Arg Pro Ala Pro Gly Ser Thr 

^ — " — " o ^ ,1 h /c 

88 Ala Pro Pro Ala /7^x.5J.<^JUW 
B--> 89 2p * 

93 <210> SEQ ID NO: 6 

94 <211> LENGTH: 7 

95 <212> TYPE: PRT 

96 <213> ORGANISM: human 

98 <220> FEATURE: 

99 <221> NAME/KEY: DOMAIN 

100 <222> LOCATION: (1) .. (7) 

101 <223> OTHER INFORMATION: immunodominant motif of the epithelial mucin ( 

102 MUCl) 

104 <400> SEQUENCE: 6 

105 Pro Asp Thr Arg Pro Ala Pro 
B--> 106 1 ^ 



f ile : //C: \CRF4\Outhold\VsrI606 910F. ht 



4/5/2007 
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VBRIPICATION SUMMARY DATE: 04/05/2007 

PATENT APPLICATION: US/09/606. 910P TIME: 10:02:13 

Input Set : A:\050ie5Sequence.txt 

Output Set: M:\CRF4\04052007\Z606910F.rav 

^'lo^L^l^^^l ^rf"^ Application Number differs. Replaced Current Application Number 
L:32 M:i32 E: (32) Inval id/Missing Amino Acid Numbering, SEQ ID:1 
L:44 M:932 B: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:2 
L:57 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:3 
L:70 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 4 
L:73 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:4 
^L:86 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:5 
L:89 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:5 
L:106 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:6 



file://C: \CRF4\Outhold\VsrI606910F.htm 



4/5/2007 



Sequence Listing could not be accepted. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer : markspencer 

Timestamp: Wed May 23 14:00:36 EDT 2007 



Reviewer Comments: 

<210> 2 

<211> 8 

<212> PRT 

<213> mouse, IgGl 

<220> 

<223> A76-A/C7 epitope 
<400> 2 

Ala Pro Asp Thr Arg Pro Ala Pro 

<210> 3 

<211> 6 

<212> PRT 

<213> mouse, IgGl 

<220> 

<223> MF06 epitope 
<400> 3 

Asp Thr Arg Pro Ala Pro 
1 5 

Remove the IgGl" from the response for numeric identifier <213> in 
SEQ ID # 2 and 3. 

For SEQ ID # 1, 2, and 3 add numeric identiers <221> and <222> to the 
feature . 



Validated By CRFValidator v 1.0,2 
Application No: 09G069^ 0 Version No: 



7.0 



Input Set : 



Output Set: 



Started: 2007-05-23 13:23:10.352 

Finished: 2007-05-23 13:23:10.466 

Elapsed: 0 hr(s) 0 min(s) 0 sec(s) 114 ms 

Total Warnings: 2 

Total Errors : 0 

No. of SeqIDs Defined: 6 

Actual SeqID Count: 6 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID (4) 

W 213 Artificial or Unknown found in <213> in SEQ ID (5) 



SEQUENCE LISTING 

<110> Max-Delbrueck-Centrum fuer Molekulare Medizin 

<120> Tumor vaccines for mucl-positive carcinomas 

<130> 0107-027 

<140> 09606910 
<141> 2000-06-29 

<150> Ser. No. 09/606,910 
<151> 2000-06-29 

<150> DE 197 58 400.4 
<151> 1997-12-30 

<150> PCT/DE98/03819 
<151> 1998-12-30 

<160> 6 

<170> Patentin Ver. 2.1 

<210> 1 

<211> 7 

<212> PRT 

<213> human 

<220> 

<223> immunodominant region of MUCl 
<400> 1 

Pro Asp Thr Arg Pro Ala Pro 
1 5 

<210> 2 

<211> 8 

<212> PRT 

<213> mouse, IgGl 

<220> 

<223> A76-A/C7 epitope 
<400> 2 

Ala Pro Asp Thr Arg Pro Ala Pro 
1 5 

<210> 3 

<211> 6 

<212> PRT 

<213> mouse, IgGl 



<220> 

<223> MF06 epitope 



<400> 3 

Asp Thr Arg Pro Ala Pro 
1 5 



<210> 4 

<211> 21 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: designed 
synthetical glycopeptide 

<400> 4 

Ala His Gly Val Thr Ser Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser 
15 10 15 

Thr Ala Pro Pro Ala 
20 

<210> 5 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: designed 
synthetical glycopeptide 

<400> 5 

His Gly Val Thr Ser Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser Thr 
15 10 15 

Ala Pro Pro Ala 
20 



<210> 6 
<211> 7 
<212> PRT 
<213> human 

<220> 

<221> DOMAIN 
<222> (1) (7) 

<223> immunodominant motif of the epithelial mucin ( 
• MUCl) 



<400> 6 

Pro Asp Thr Arg Pro Ala Pro 
1 5 



